[ =A41-1171 (303)

45 A =3 (homologous recombination) S o] &3l AFA EA
TRAAE AASLA FT

(1) ot&] 28L& #AHA 2 =(gene targeting)o]l E Q3 #WE (vector)d YH
olth. oty HHE oLt HA FHA SoldozE FFAXEH
dojd HjolE7|MEZE AET 5 J+ 98 & AN L. o, G418%
ganciclovirE o] &3ty FZ$ A A ZF(nonspecific recombination) ]
doJUAY Axgo]l dojux &2 A4%E X33ty Ag3Ae. (104)

EPASHRI EARHAY Thymidine

leftarm right arm kinase

(2) B FAA Fol|FHor e AExgol dojd wjofE7|MEE o] &3t
BA F4A 3 % EFI7F knockout @ FAAE AFHE du Fr),
¥ v (blastocyst), 71 & F (chimeric mice), @ A (coat color), °] 3
Al (heterozygote), 537 A (homozygote), tha] & (surrogate mother) S
Y& 233t AZALHES 7l=3Al 2. (20H)

[ =A41-2 1 (203)

ZHd g Ao](Frederick Sanger)’} 7123 DNA 97144
dideoxy nucleotideE A}< %24 A (chain terminator)® ©]&3t= Ho|t).

(1) Dideoxy nucleotide 7% EAI ol& o|&3 HIIAE ZAAF A
3t 71&3 A L. (157)

(2) 7198 TF G471 E 2AAAA dHsty e 2. (6FH)
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[ =A4-31 (30%)

WgFS A Y FE FAATT
(lactose)S Z&M3td dUAYPo= o
WA fFdS 719H IS X
¥egol nZHH o] AAA F AT
3k} (diauxic growth). o] o= lac &
FAH Z-do] ALt UG

LIES Ztu loeH

X = (glucose)F FHIo] A&
sge AUA L= A&7t
= AFE3IHA TA] sty Al E

Meg FHoR & $44 =4

R
oft

ofo n°1'
ot
&

rl

(1) lac 29 &£9 243 Z4(negative regulation)®] H3ld 7|&=3stA 2. (10%)

(2) lac 29 &9 YA A ZA(positive regulation)dl st 7]&3HA L. (207)

[ =A41-41 (20%)

Yol A4ste wud AL 300719 opul:mate s TAH Y,

(1) Addde ZAFS FA . (43)

(2) AdMAEL coding 3= double strand DNAS EaFHE F3HA L. (44)

(3) AgWAS coding 3= double strand DNAY Zo]E nm 98 = vE
WAL, (64)

(4) Alul o]&++ A3 &4+ 5-AGCT-3 sequenced: U431 AG ¢ CT

AlolE A ET. Al A dMAE coding 3+ double strand DNAE
o|lEHo=E ¥ W XEEXR AHIFAL. (63F)
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